1 CGGCACGAGGGCATGGGGCGGCTGGTO 60 

! MGRLVLLWGAAVFLLG 16 

61 GGCTGGATGGCTTTGGGGCAAGGAGGAGCAGCAGAA 120 

17GWMALGQGGAAEGVQIQIIY 36 

121 TTCAATTTAGAAACCGTGCAGGTGACATGGAATGCCAGCAAATACT 180 

37FNLETVQVTWNASKYSRTN L 56 

181 ACTTTCCACTACAGATTCAACGGTGATGAGGCCTATGACCAGTGCACCAACT 240 

57TFHYRFNGDEAYDQCTNYLL 76 

241 CAGGAAGGTCACACTTCGGGGTGCCTCCTAGACGCAGAGCAGCGAGACGA 300 

77QEGHTSGCLLDAEQRDDILY 96 

301 TTCTCCATCAGGAAl^ACGCACCCCGTTTTCACCGCAAGTCGCTGGATGGTTTATTAC 360 

97FSIRNGTHPVFTASRWMVYY 116 

361 CTGAAACCCAGTTCCCCGAAGCACGTGAGATTTTCGT^ 420 
117 LKPSSPKHVRFSWHQDAVTV 136 

421 ACGTCTTCTOACCTGTCCTACGGGGATCTCCTCTATGAGGTTCAGTACCGGAGCCCCTTC 480 
137TCSDLSYGDLLYEVQYRSPF 156 



• 481 GACACCGAGTOGCAGTCCAAACAGG^ =40 

157DTEWQSKQENTCNVTIEGLD 176 

541 GCCGAGAAGTGTTACTCTTTCTGGG^ 600 

177AEKCYSFWVRVKAMEDVYGP 196 

601 GACACATACCCAAGCGACTGGTCAGAGGTGACATGCTGGCAGAGAGGCGAGATTCGGGAT 660 

197DTYPSDWSEVTCWQRGEIRD 216 

661 GCCTCIXX^GAGAC^CCAACGCCTCCCAAACCAAAGCTGTCCA^ 720 

217ACAETPTPPKPKLSKFILI S 236 

721 AGCCTGGCCATCCTTCTCATXKTOTCTCTCCTCCTTCTGTCTTTATG^ 780 

237 SLAILLMVSLLLLSLWKLWR 256 



781 GTGAAGAAGTTTCTCATTCCCAGCGTGCCAGACCCGAAATCCATCTTCCCCGGGCTC 840 

257 VKKFLIPSVPDPKSIFPGLF 276 

841 GAGATACACCAAGGGAACTTCCAGGAGTGGATCACAGACACCCAGAACGTG^ 900 

277 EIHQGNFQEWITDTQNVAHL 296 
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'SUBCLASS 



901 CACAAGATGGCAGGTGCAGAGCAAGAAAGTGGCCCCGAGGAGCCCCTGGTAGTCCAGTTG 960 

297 HKMAGAEQE SG PEE PLVVQL 316 

961 GCCAAGACTGAAGCCGAGTCTCCCAGGATGCTGGACCCACAGACCGAGGAGAAAGAGGCC 1020 

317 AKTEAESPRMLDPQTEEKEA 336 

1021 TCTGGGGGATCCCTCCAGCTTCCCCACCAGCCCCTCCAAGGCGGTGATGTCGTCA 1080 

337 SGGSLQLPHQPLQGGDVVTI 356 

1081 GGGGGCTTCACCTTTGTGATGAATGACOXTC^ 1140 

357 GGFTFVMNDRSYVAL * 372 

1141 TGTCAAAGTCAACGTCAGGATCCACGTTGAC^TTTAAAGACAGAGGGGACTC 1200 

1201 ACTCCACACCACCATGGATGGGAAGTCTCCACGCCAATGATGGTAGGACTAGGAGACTCT 1260 

1261 GAAGACCC^GCCTCACCGCCTAATGCGGCCACTGC CCTGCTAACTTTCCCC CAC ATGAGT 1320 

1321 CTCrTCTGTTCAAAGGCTTGATGGCAGATGGGAGCCAATTGCTCCAGG^ 1380 

1381 GTTCCTTTTCGTGCCTGAACGTTGTGACATAAACCCCAA 1440 

,1441 TAAAACCATCTTCCCACTCTGTGAGTCCCCAGTTCCGTCCATGTACCTGTTCCATAGCAT 1500 

1501 TGGATTCTCGGAGGATTTTTTGTCTGTTTTGAGA 1560 

1561 AAAAAAAAAAAAA 1573 
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5* SUBCLASS 1 



BG|rlvHlw|GA|A \mM. 
l Ik p pfl p lJ r siiiJaa' 



41 GTGGDFFLT 



AgK Y S R Tl| 
QsQs E P Q P0 



L Haw fI g 



5 ravlKlA M E D|V YgF Dill YIP 
L @ SLBJ - Y N pIl Cgs ALq|h|w 



3L G G W M 
Q L P lL LI 



aQld -IgIaaBGIVI CRCGCL.aa 
Zj[M P K F L T p[s|G nB dIiIg G K P gi/1532088. 



TPAGTL.DVS 



d i|RH- -Qslil 
x r|Se tBvluI 



|a|s RfflMVl- - YlYgKIP Sgp KHIVl: 

Ivji p|a p|e n lItB Rin l@e f qLlJ 



t eMqIs k|q|-| 
r sHueIe qLsJvI 



kQs k f|i|Hs s l aJ: 
aHe a -k|S|p l g sb 



266 gDlPiaS I|F P G n Fj E I H 

304 BtIl Hn l| - e dHv|t e y| 



QjlEllljYQCj lB" 

p l p «-iw|8|ripiviaa via 



T V Q|V^ra CRCGX.aa 

EBI gi/1532088. aa 



d A Y D QHtINI 
3KLQ eHgJhI 



n L QlMHHbwl CROXL.aa 

gi/1532088. £ 



BnIgItIhIpIv f|t 



CRCGCL.aa 

L Q D L gi/1532088. aa 



IfIMhIqID AjVlT VTgSDLSYG DB C 

IlBESs[m|r y|l)d-hB B a 



N T C N V T IE 
H R h Is F S LI P 



|g L^E|Scras|awra c 



1 T C0Q|R|G|E I|R DlA C A E T P |T||P ( 

i i h0g1 s 1n|t s Ik eI n i e n p e kJa s 



LUjKBwiaV K K F l|iEs|v! 

cH-HeBt LmErIiJ 



CRCGCL.aa 
gi/1532088. aa 



BIN d|t|q|N VOH L H K|M AlGjAgQ E 
s[d vl sIkIg l@e s l qLp|dly1sBr- 



E CRDXL.aa 
gi/1532088 .aa 



MLDPQTEE kHa S^B L y P P B CR 35 ^- 33 
G gBg P wlaBp CI S Q0 gi/1532088. aa 



346 IqH lqggdvvtiggftf vimi ndrsyval . cra ^;^ 1 

365 HE Y W A P P C YtLlJkPE P gi/1532081 

Decoration 'Decoration #1' : Box residues that match the consensus named 'Consensus #2' 
exactly. 

Decoration 'Decoration #2' : Shade (with solid black) residues that match the consensus named 
'Consensus #1' exactly. 
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■ M I 6 l 60 l 15 V 7 ^ 200 , 2 7m ^ ^mm W 1 -Alpha.Reglons-Garnler-Robson 

" ' . _ _ ■ I 1 » A| P ha - Regions - Chou-Fasman 

B-| BBeta, Regions - Gamier-Robson 

JB— ■ Beta , Regions - Chou • Fasman 



i ■ » ■ ■ i i ■ il ium 



I ■Turn, Regions 
— |- ■Turn, Regions 
ElCoil, Regions 



Gamier-Robson 

Chou-Fasman 
Gamier-Robson , 



HHydrophilicity Plot - Kyte-Doolittle 



□Hydrophobiclty Plot - Hopp-Woods 



■Alpha, Amphipathic Regions - Eisenberg 
■Beta, Amphipathic Regions - Eisenberg 
El Flexible Regions - Karplus-Schulz 



HAntigenic Index - Jameson-Wolf 



ElSurface Probability Plot - Emlni 
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